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ingment of the LTRs of the full poviral sequences of human, orangutan and gorilla.
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Images of the results of the lone LTR search in human, gorilla and orangutan.

Human BLAT Results

Likely lone LTRs
signalled with red

BLAT Search Results

ACTIONS QUERY SCORE START END QSIZE IDENTITY CHRO STRAND START END SPAN
browser details YourSeq 445 1 445 445 100.0% 6 - 67889061 67889585 445
browser details YourSeqg 368 1 444 445 92.5% 6 - 67380988 67881434 447
w =1 Uucidll TUUT oY 2L L EJJ. m:’ 1. UM% [=] = J.m‘} LLD EDD
browser details YourSeqg 337 6 444 445 98.1% 6_GLeee253v2_alt + 246465 246927 463
browser details YourSeq 337 6 444 445 98.1% 6_GLeea251v2_alt + 467379 467841 463
browser details YourSeq 337 6 444 445 g9@.1% 6 + 28980985 28081367 463
browser details YourSeq 334 1 442 445 98.5% X - 114847514 114847963 458
browser details YourSeq 333 1 445 445 98.8% 9 + 92871666 92872132 467
browser details YourSeq 333 6 444 445 98.8% 6_GLeee256v2_alt + 298355 299817 463
browser details YourSeqg 331 27 444 445 98.7% 4 - 79210869 79218586 438
browser details YourSeq 327 6 444 445 91.9% 6_GL888255v2_alt  + 245483 246945 463
browser details YourSeq 327 6 444 445 91.9% 6_GLee8252v2_alt  + 248508 246978 463
browser details YourSeq 327 6 444 445 91.9% 6_GlLeeezsev2_alt + 246498 246952 463
browser details YourSeg 321 1 434 445 9@, 3% 8 - 97827677 97828118 442
browser details YourSeq 317 1 444 445 99.0% 19 - 56045276 56846021 746
browser details YourSeq 316 8 444 445 BO.T7X 3+ 162681188 1626081567 468
browser details YourSeq 312 1 444 445 BO.8% 4+ 28845141 28845612 472
browser details YourSeq 3es 1 429 445 98.3% 13 - 82661038 82661483 454
browser details YourSeqg 3e5 9 430 445 89.5% 1 - 247879356 247a79792 437
browser details YourSeq 298 1 444 445  87.1% 14 = 27919141 27921579 2439
browser details YourSeqg 292 1 444 445 99.9% 9 + 25994626 26888832 5487
browser details YourSeq 263 1 434 445 B7.3% 8 + 15925988 15928355 456
Gorilla BLAT Results
ACTIONS QUERY SCORE START END QSIZE IDENTITY CHRO STRAND START END SPAN
hrguser detaile A7431197 1 424 1 LET A4/ o7 1% i - g7sed01h/ _£FoRAGDA A45
rowser details AJ431197.1 363 1 446 446 91.4% 8 - 134851495 124851964 47@
Toile AoooIlor.1 o T = L= 2 TR e ) 5] = Cro201r0  Dro-o0oio =3y
Oeralls Ragollos- 1 327 20 a6 AX6 o0. 2% 3 = B/o /o080 B0/ 0020 38
details AJ431197.1 324 42 446 446 91.4% & + 29884398 29884828 423
details AJA31197.1 317 1 436 446 89.6% g8 - S95B88584 90388947 444
details AJ431197.1 312 1 445 446 89.4% 4 + 2BBTBYTI 29879245 473
details AJ431197.1 3ga 1 431 446 89.8% 13 - 65525922 65526377 456
details AJ431197.1 Jel 1 432 446 9@.8% 1 - 227726898 227727346 449
bTOWSEr OELAlLlSs AJa1107. 1 L8 0 S440 245 a4 . J& 2 T 163333637 103334000 EEaT5)
browser details AJ431197.1 293 1 446 446 89.1% 14 - So24384 9826761 2458
browser details AJ431197.1 291 1 433 446 88.6% X - 11151@823 11151e433 411
browser details AJ431197.1 272 5 445 446 91.8% 19 - 53567139 53567882 744
browser details AJ431197.1 248 1 429 446 86.8% 2A + 94979365 9497981 446
C’f&fﬂgtﬂtﬂl\ BLAT Results
BLAT Search Results
ACTIONS QUERY SCORE STARY  END QSIZE JOENTITY CHRO STRAND START EnD SPAN
Rrowser detailas YoursSeqg 410 1 AAG 445  OL.IN o GR202071 GH203412 AA2
RrQuast detells Yourseqg 249 1 e 445 911N B 862023700 02024171 404
I N 4. 49 (V3 - . 8 s 1 CEET 4 as o s = T ERT R K :.nln-’r‘“ !-n
prowser deralls vourseq 136 1 a3a 448 91.7% L] 1429096777 142997234 ass
browser detalls Yourseq ¥ 13 1 431 448 91,3% x - 413074992 113076436 416
* desalls Yourseqg a6 1 A44 445 90.1X o + R776A601 Q7750241 661
- detaily Yourseq 2017 1 431 445 B9.1% “ + 20077000 20870265 457
c dutalls Yourseqg 511 1 aaa 44%  B87.9% 3 4+ 100020102 1000205068 an7
dertalls Yourseq a7 1 444 aas B7.4x ] ‘ 106015990 166016450 a7’
o 2 VOouhSe 16 4 25 48 RO _o% 1 R4188142  R4AIRRGO A0
~ detalls YourSeqg 208 1 434 445 R89.7% 19 - S70700R0 G7080720 732
- desails YourSeqg 2086 o 434 445 90.0% 19 _random - GOI0205 6021010 724
- dutalls Yourseg 207 1 aa4 445 07.9% 14 27305157 27394450 2302
Lrowssr detalls Yourseq 286 a1 daa qas  92.9% &) " 29000762 29901188 azxr
Lrowser detalls Yourseqg 263 1 daa daas B7.1% 9 15831819 15832268 440
beguser detalls YoursSeq 248 1 427 448 RG6.aX A "+ 4189708 4199242 a4R
hrowssr destails YourSeqg 240 i Al16 A48 91.7% 1 _random - 28170761 2R170079 220
browaar detaila YourSeg 252 1 EE) 445 07.0% o - 1016602901 101666757 ao7
Rrowsar detells Yourseq 232 1 aaa aas  pa. 3% “ 4+ 1251086002 125109004 ans
Lrowser detalls vYourseq 230 L 411 aas 88, 9% 20 ¢ 119945316 119988742 ayr
beowser deralls YoursSeqg 213 2 da0s 448 RG,.7% un + ak68291 4568693 403
hrowser detalls YourSeq 208 1 428 445 R7.6% x + AGOGIRR2 6062228 447
browsser details YourSeqg 207 1 400 A4%5% ae.2x i - QA773574 RA774002 420
detulls 1 423 445 po.o% 13 20207987 20280430 aaa
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