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Fafián-Labora et al. Figure S2

FACS: Annexin V
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IF: p65 nuclear staining
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Fafián-Labora et al. Figure S3

sgRNA knockdown efficiency
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Fafián-Labora et al. Figure S4

IF: nuclear p65(b) (c)
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Fafián-Labora et al. Figure S5

sgRNA knockdown efficiency in young fibroblasts(a)
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